Supplemental
Values are presented as mean ± SE (n = 10 stomata per genotype per treatment from two independent experiments). Lowercase letters represent significantly different groups (P < 0.05, one-way ANOVA and Tukey test; ANOVA was performed within each treatment).
Stomatal complex length and width are not listed here because they were used as a prescribed boundary condition in the stomatal FE models to calculate interactions between guard cells and pavement cells. As a result, stomatal complex length and width were exactly same as the experimental measurement. Therefore, they are not listed here.
